
Supplementary Table

phylum class order family genus
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Anaerorhabdus <0.01 0.14 ± 0.04
Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae Unclassfied <0.01 0.02 ± 0.02
Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Arthrobacter <0.01 0.04 ± 0.04
Proteobacteria Betaproteobacteria Burkholderiales Alcaligenaceae Oligella <0.01 0.18 ± 0.09
Proteobacteria Gammaproteobacteria Pseudomonadales Moraxellaceae Psychrobacter <0.01 0.05 ± 0.04
Firmicutes Bacilli Lactobacillales Carnobacteriaceae Trichococcus <0.01 0.01 ± 0.01
Actinobacteria Actinobacteria Actinomycetales Yaniellaceae Yaniella <0.01 0.02 ± 0.02
Synergistetes Synergistia Synergistales Synergistaceae Unclassfied <0.01 2.27 ± 1.83 0.14 ± 0.04
Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae PW3 <0.01 0.21 ± 0.18
Proteobacteria Gammaproteobacteria Aeromonadales Succinivibrionaceae Succinatimonas <0.01 0.18 ± 0.16
Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae BF311 <0.01 0.20 ± 0.25 0.55 ± 0.18
Firmicutes Clostridia Clostridiales Veillonellaceae Schwartzia <0.01 0.17 ± 0.13
Bacteroidetes Bacteroidia Bacteroidales p-2534-18B5 Unclassfied <0.01 1.15 ± 0.96
Armatimonadetes SJA-176 RB046 Unclassfied RB046 <0.01 1.02 ± 0.47 0.19 ± 0.04
Firmicutes Clostridia Clostridiales Lachnospiraceae Defluviitalea <0.01 0.21 ± 0.09 0.08 ± 0.03
Firmicutes Clostridia Clostridiales Veillonellaceae Megamonas <0.01 0.03 ± 0.02 17.88 ± 9.09
Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Unclassfied <0.01 0.79 ± 0.32 0.08 ± 0.08
Firmicutes Clostridia Clostridiales Veillonellaceae Unclassfied <0.01 0.39 ± 0.21 0.32 ± 0.08 2.78 ± 1.89
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Coriobacterium <0.01 0.00 ± 0.00 1.22 ± 1.44
Firmicutes Clostridia Clostridiales Peptococcaceae rc4-4 <0.01 0.03 ± 0.02 0.09 ± 0.01
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Atopobium <0.01 0.53 ± 1.02
Actinobacteria Actinobacteria Actinomycetales Micrococcaceae Rothia <0.01 0.93 ± 0.50
Proteobacteria Gammaproteobacteria Aeromonadales Succinivibrionaceae Succinivibrio <0.01 0.04 ± 0.06 0.73 ± 0.65
Proteobacteria Alphaproteobacteria Unclassfied Unclassfied Unclassfied <0.01 0.05 ± 0.01 0.05 ± 0.05
Bacteroidetes Bacteroidia Bacteroidales Unclassfied Unclassfied <0.01 17.36 ± 6.59 18.85 ± 3.42 1.46 ± 0.36 3.01 ± 1.14 0.04 ± 0.05
Bacteroidetes Bacteroidia Bacteroidales [Paraprevotellaceae] YRC22 <0.01 5.98 ± 2.25 4.87 ± 0.26 1.11 ± 1.15
Firmicutes Clostridia Clostridiales Veillonellaceae Mitsuokella <0.01 0.01 ± 0.02 0.93 ± 0.73
Firmicutes Clostridia Clostridiales Lachnospiraceae Moryella <0.01 0.02 ± 0.02 0.04 ± 0.02
Firmicutes Clostridia Clostridiales Veillonellaceae Anaerovibrio <0.01 0.10 ± 0.06 0.14 ± 0.15 0.46 ± 0.37
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Coprobacillus <0.01 0.07 ± 0.04 0.04 ± 0.03 2.13 ± 3.26
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Bulleidia <0.01 0.10 ± 0.07 0.06 ± 0.03 0.28 ± 0.19
Verrucomicrobia Verruco-5 WCHB1-41 RFP12 Unclassfied <0.01 1.83 ± 0.86 5.76 ± 1.10 0.83 ± 0.36 0.00 ± 0.01
Bacteroidetes Bacteroidia Bacteroidales [Odoribacteraceae] Butyricimonas <0.01 0.15 ± 0.09
Firmicutes Clostridia Clostridiales [Mogibacteriaceae] Unclassfied <0.01 2.06 ± 0.41 1.19 ± 0.15 0.05 ± 0.07 0.14 ± 0.05 1.21 ± 0.51 0.33 ± 0.14
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Collinsella <0.01 0.00 ± 0.00 0.63 ± 0.69 3.87 ± 2.25 0.05 ± 0.04
Firmicutes Clostridia Clostridiales Peptostreptococcaceae Unclassfied <0.01 0.17 ± 0.10
Firmicutes Clostridia Clostridiales Lachnospiraceae Anaerostipes <0.01 0.04 ± 0.03 0.19 ± 0.20
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae L7A_E11 <0.01 0.15 ± 0.06 0.06 ± 0.02 0.21 ± 0.11
Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanobrevibacter <0.01 0.05 ± 0.06 0.58 ± 0.40
Firmicutes Clostridia Clostridiales Christensenellaceae Unclassfied <0.01 0.71 ± 0.19 0.27 ± 0.07 2.21 ± 2.10
Planctomycetes Planctomycetia Pirellulales Pirellulaceae Unclassfied <0.01 3.72 ± 1.55 1.17 ± 0.44 1.95 ± 1.22
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerofilum <0.01 0.03 ± 0.03 0.17 ± 0.14
Bacteroidetes Bacteroidia Bacteroidales [Paraprevotellaceae] CF231 <0.01 2.69 ± 1.70 4.54 ± 0.98 1.31 ± 0.53
Firmicutes Bacilli Lactobacillales Lactobacillaceae Lactobacillus <0.01 0.04 ± 0.04 0.62 ± 0.77 0.13 ± 0.05 0.02 ± 0.02 8.34 ± 4.15 3.47 ± 2.27 12.58 ± 5.58
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Adlercreutzia <0.01 0.54 ± 0.22 0.10 ± 0.04 0.01 ± 0.02 0.29 ± 0.18 0.35 ± 0.10
Proteobacteria Gammaproteobacteria Pseudomonadales Moraxellaceae Acinetobacter <0.01 0.12 ± 0.10 0.11 ± 0.07
Firmicutes Clostridia Clostridiales Lachnospiraceae Dorea <0.01 0.13 ± 0.05 1.34 ± 0.49 0.08 ± 0.04 0.40 ± 0.16 12.07 ± 11.22
Firmicutes Clostridia Clostridiales Eubacteriaceae Anaerofustis <0.01 0.03 ± 0.02
Bacteroidetes Bacteroidia Bacteroidales [Paraprevotellaceae] Paraprevotella <0.01 0.18 ± 0.38
Tenericutes Mollicutes Mycoplasmatales Mycoplasmataceae Unclassfied <0.01 0.13 ± 0.20
Spirochaetes Spirochaetes Spirochaetales Spirochaetaceae Unclassfied <0.01 0.05 ± 0.05
Actinobacteria Actinobacteria Actinomycetales Propionibacteriaceae Propionibacterium <0.01 0.04 ± 0.04 0.01 ± 0.01
Values are expressed as mean ± SD. Values with different letters are significantly different (P < 0.05).  Zero value of the abundance means it was not detected in all samples.
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Supplementary Table (Continued)

phylum class order family genus
Deferribacteres Deferribacteres Deferribacterales Deferribacteraceae Mucispirillum <0.01 0.07 ± 0.06 0.17 ± 0.06 0.05 ± 0.07
Firmicutes Clostridia Clostridiales Ruminococcaceae Unclassfied <0.01 10.13 ± 1.09 11.90 ± 1.58 2.15 ± 1.87 0.07 ± 0.07 1.36 ± 0.97 13.74 ± 2.94 0.34 ± 0.27
Proteobacteria Betaproteobacteria Burkholderiales Alcaligenaceae Sutterella <0.01 1.24 ± 0.26 1.14 ± 1.18 0.58 ± 0.23 0.01 ± 0.01
Firmicutes Clostridia Clostridiales Lachnospiraceae Blautia <0.01 0.01 ± 0.02 0.32 ± 0.09 6.26 ± 3.25 1.97 ± 1.85 0.21 ± 0.11 11.62 ± 6.03
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae p-75-a5 <0.01 0.56 ± 0.47 0.35 ± 0.06 0.78 ± 0.32
Firmicutes Clostridia Clostridiales Veillonellaceae Phascolarctobacterium <0.01 4.26 ± 0.72 5.90 ± 0.68 0.29 ± 0.53 2.70 ± 1.39 1.68 ± 0.45
Cyanobacteria 4C0d-2 YS2 Unclassfied Unclassfied <0.01 0.07 ± 0.05 0.05 ± 0.03 0.13 ± 0.08
Firmicutes Clostridia Clostridiales Veillonellaceae Megasphaera <0.01 0.00 ± 0.01 1.05 ± 2.01 5.15 ± 2.76 1.26 ± 0.92
Firmicutes Clostridia Clostridiales Ruminococcaceae Oscillospira <0.01 0.85 ± 0.53 2.00 ± 0.73 1.29 ± 1.17 0.32 ± 0.42 2.78 ± 1.74 5.75 ± 1.32 0.36 ± 0.13
Fibrobacteres Fibrobacteria Fibrobacterales Fibrobacteraceae Fibrobacter <0.01 1.22 ± 1.01 0.75 ± 0.47 0.47 ± 0.39
Firmicutes Clostridia Clostridiales Clostridiaceae SMB53 <0.01 0.17 ± 0.09 0.00 ± 0.00 0.74 ± 0.37 3.07 ± 4.20
Firmicutes Clostridia Clostridiales Lachnospiraceae Roseburia <0.01 1.37 ± 0.32 0.95 ± 0.30 3.11 ± 1.67 0.59 ± 0.48
Firmicutes Clostridia Clostridiales Lachnospiraceae Shuttleworthia <0.01 0.00 ± 0.02 0.63 ± 1.08
Bacteroidetes Bacteroidia Bacteroidales S24-7 Unclassfied <0.01 0.19 ± 0.11 0.64 ± 0.14 0.46 ± 0.28 0.29 ± 0.46 39.55 ± 5.15 8.74 ± 2.60 0.18 ± 0.16
Firmicutes Clostridia Clostridiales Lachnospiraceae Lachnospira <0.01 0.20 ± 0.34 2.45 ± 1.29 0.13 ± 0.18
Tenericutes Mollicutes RF39 Unclassfied Unclassfied <0.01 0.01 ± 0.00 0.06 ± 0.03 0.02 ± 0.02 0.09 ± 0.05
Proteobacteria Gammaproteobacteria Pasteurellales Pasteurellaceae Unclassfied <0.01 0.05 ± 0.08
TM7 TM7-3 CW040 F16 Unclassfied <0.01 0.40 ± 0.31 0.26 ± 0.18 0.00 ± 0.00 0.30 ± 0.33
Firmicutes Clostridia Clostridiales Lachnospiraceae Pseudobutyrivibrio <0.01 0.32 ± 0.33 0.34 ± 0.04 0.01 ± 0.02
Proteobacteria Gammaproteobacteria Xanthomonadales Xanthomonadaceae Stenotrophomonas <0.01 0.06 ± 0.09
Synergistetes Synergistia Synergistales Dethiosulfovibrionaceae Pyramidobacter <0.01 0.04 ± 0.03 0.02 ± 0.00
Actinobacteria Actinobacteria Bifidobacteriales Bifidobacteriaceae Bifidobacterium <0.01 0.01 ± 0.00 7.07 ± 2.41 15.36 ± 11.01 0.76 ± 0.81 2.36 ± 5.92
Firmicutes Clostridia Clostridiales Peptococcaceae Peptococcus <0.01 0.11 ± 0.12 0.14 ± 0.10
Spirochaetes Spirochaetes Spirochaetales Spirochaetaceae Treponema <0.01 3.30 ± 1.27 1.54 ± 0.52 2.86 ± 1.59
Bacteroidetes Bacteroidia Bacteroidales [Paraprevotellaceae] Unclassfied <0.01 0.13 ± 0.13 1.36 ± 0.24 0.31 ± 0.79 0.33 ± 0.15
Proteobacteria Deltaproteobacteria GMD14H09 Unclassfied Unclassfied <0.01 0.00 ± 0.01 0.10 ± 0.05 0.06 ± 0.04
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Sharpea <0.01 0.10 ± 0.12
Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfovibrionaceae Desulfovibrio <0.01 0.08 ± 0.07 0.02 ± 0.02 0.01 ± 0.02 0.49 ± 0.39 0.37 ± 0.20 0.06 ± 0.06
Firmicutes Bacilli Turicibacterales Turicibacteraceae Turicibacter <0.01 0.15 ± 0.17 0.01 ± 0.02 0.31 ± 0.21 1.66 ± 4.24
Firmicutes Clostridia Clostridiales Lachnospiraceae Clostridium <0.01 0.07 ± 0.03 0.04 ± 0.02 0.12 ± 0.08 0.00 ± 0.00 0.03 ± 0.03 0.91 ± 0.61
Firmicutes Clostridia Clostridiales Ruminococcaceae Faecalibacterium <0.01 0.04 ± 0.02 0.06 ± 0.01 8.02 ± 3.22 0.02 ± 0.03 0.61 ± 0.45 0.15 ± 0.12
Proteobacteria Gammaproteobacteria Pasteurellales Pasteurellaceae Haemophilus <0.01 0.04 ± 0.04
Proteobacteria Alphaproteobacteria Rhizobiales Methylobacteriaceae Methylobacterium <0.01 0.02 ± 0.02
Firmicutes Bacilli Lactobacillales Lactobacillaceae Pediococcus <0.01 0.17 ± 0.29
Armatimonadetes SJA-176 Unclassfied Unclassfied Unclassfied <0.01 0.03 ± 0.03
Firmicutes Bacilli Bacillales [Exiguobacteraceae] Unclassfied <0.01 0.01 ± 0.01
Fusobacteria Fusobacteriia Fusobacteriales Fusobacteriaceae Unclassfied <0.01 9.11 ± 8.11
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Allobaculum <0.01 0.02 ± 0.02 1.72 ± 1.19
Firmicutes Clostridia Clostridiales Clostridiaceae Sarcina <0.01 0.38 ± 0.47 0.25 ± 0.21
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Eggerthella <0.01 0.10 ± 0.10
Firmicutes Clostridia Clostridiales Ruminococcaceae Ruminococcus <0.01 0.60 ± 0.26 4.70 ± 0.87 1.78 ± 2.10 0.02 ± 0.03 0.32 ± 0.17 2.02 ± 1.05 3.96 ± 1.62
Proteobacteria Gammaproteobacteria Enterobacteriales Enterobacteriaceae Trabulsiella <0.01 0.05 ± 0.04
SR1 Unclassfied Unclassfied Unclassfied Unclassfied <0.01 0.06 ± 0.04 0.03 ± 0.02
Spirochaetes Spirochaetes Sphaerochaetales Sphaerochaetaceae Sphaerochaeta <0.01 0.00 ± 0.00 0.05 ± 0.07
Firmicutes Clostridia Clostridiales Lachnospiraceae [Ruminococcus] <0.01 0.11 ± 0.10 3.46 ± 2.97 1.99 ± 4.27 1.14 ± 0.66 0.07 ± 0.05 1.55 ± 1.55
Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Parabacteroides <0.01 1.13 ± 1.12 3.94 ± 7.79 0.94 ± 0.19 0.53 ± 0.24 0.02 ± 0.01
Proteobacteria Betaproteobacteria Burkholderiales Oxalobacteraceae Oxalobacter <0.01 0.19 ± 0.09 0.02 ± 0.03
Firmicutes Bacilli Bacillales Staphylococcaceae Staphylococcus <0.01 0.00 ± 0.00 0.22 ± 0.08 0.04 ± 0.03
WPS-2 Unclassfied Unclassfied Unclassfied Unclassfied <0.01 0.14 ± 0.14 0.27 ± 0.33
Bacteroidetes Bacteroidia Bacteroidales Prevotellaceae Prevotella <0.01 1.52 ± 0.47 3.46 ± 0.72 1.87 ± 3.61 14.33 ± 9.47 1.76 ± 0.37 10.99 ± 2.64
Verrucomicrobia Verrucomicrobiae Verrucomicrobiales Verrucomicrobiaceae Akkermansia <0.01 0.82 ± 0.38 0.45 ± 0.18 0.03 ± 0.05 0.07 ± 0.08 0.53 ± 0.95 25.17 ± 14.41
Values are expressed as mean ± SD. Values with different letters are significantly different (P < 0.05).  Zero value of the abundance means it was not detected in all samples.
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Supplementary Table (Continued)

phylum class order family genus
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Clostridium <0.01 0.16 ± 0.15 0.25 ± 0.28
Firmicutes Bacilli Bacillales Staphylococcaceae Jeotgalicoccus <0.01 0.09 ± 0.07
Bacteroidetes Bacteroidia Bacteroidales RF16 Unclassfied <0.01 0.26 ± 0.28 0.03 ± 0.02 0.05 ± 0.05
Firmicutes Clostridia Clostridiales Ruminococcaceae Butyricicoccus <0.01 0.72 ± 0.43 0.14 ± 0.11 0.09 ± 0.08 0.25 ± 0.25
Bacteroidetes Bacteroidia Bacteroidales Porphyromonadaceae Paludibacter <0.01 0.32 ± 0.68 0.03 ± 0.03
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Asteroleplasma <0.01 0.09 ± 0.22
Proteobacteria Deltaproteobacteria Myxococcales Cystobacteraceae Unclassfied <0.01 0.02 ± 0.02
Euryarchaeota Methanomicrobia Methanomicrobiales Methanocorpusculaceae Unclassfied <0.01 0.06 ± 0.08
Firmicutes Clostridia Clostridiales Lachnospiraceae Oribacterium <0.01 0.00 ± 0.01 0.29 ± 0.26
Firmicutes Clostridia Clostridiales Unclassfied Unclassfied <0.01 5.23 ± 1.55 3.90 ± 0.63 0.36 ± 0.24 0.58 ± 0.55 7.32 ± 2.58 4.11 ± 1.73 0.94 ± 1.09
Firmicutes Clostridia Clostridiales Veillonellaceae Acidaminococcus <0.01 0.02 ± 0.02
Firmicutes Clostridia Clostridiales Ruminococcaceae Clostridium <0.01 0.00 ± 0.00 0.04 ± 0.03 0.03 ± 0.03 0.08 ± 0.06
Firmicutes Clostridia Clostridiales Clostridiaceae Unclassfied <0.01 0.02 ± 0.03 0.76 ± 0.57 2.50 ± 6.57
Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfovibrionaceae Unclassfied <0.01 0.29 ± 0.25 0.02 ± 0.02 0.13 ± 0.11 0.02 ± 0.04
Firmicutes Clostridia Clostridiales Clostridiaceae Clostridium <0.01 0.03 ± 0.02 2.07 ± 0.20 0.98 ± 1.15 0.80 ± 1.14 0.12 ± 0.11 1.26 ± 0.83 0.02 ± 0.02
Firmicutes Clostridia Clostridiales Eubacteriaceae Pseudoramibacter_Eubacterium <0.01 0.27 ± 0.16 0.03 ± 0.02 0.01 ± 0.03 0.00 ± 0.01
Firmicutes Bacilli Bacillales Bacillaceae Bacillus <0.01 0.02 ± 0.01
Firmicutes Clostridia Clostridiales Lachnospiraceae Unclassfied <0.01 20.94 ± 6.57 13.34 ± 0.79 7.96 ± 1.84 2.36 ± 1.32 5.70 ± 2.64 5.57 ± 1.71 6.65 ± 4.16
Firmicutes Unclassfied Unclassfied Unclassfied Unclassfied <0.01 0.03 ± 0.02
Proteobacteria Unclassfied Unclassfied Unclassfied Unclassfied <0.01 1.06 ± 0.36 0.07 ± 0.04 0.01 ± 0.02 0.02 ± 0.02
Firmicutes Clostridia Clostridiales Ruminococcaceae Anaerotruncus <0.01 0.02 ± 0.02 0.23 ± 0.10 0.03 ± 0.03
Proteobacteria Alphaproteobacteria Rhizobiales Brucellaceae Ochrobactrum <0.01 0.04 ± 0.02
Bacteroidetes Bacteroidia Bacteroidales [Paraprevotellaceae] [Prevotella] <0.01 0.47 ± 0.26 1.23 ± 0.33 0.08 ± 0.05 2.31 ± 2.13 11.49 ± 2.28 1.97 ± 1.00 0.04 ± 0.05
Firmicutes Clostridia Clostridiales Veillonellaceae Veillonella <0.01 3.65 ± 2.88
Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae Rhizobium <0.01 0.37 ± 1.01
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae [Eubacterium] <0.01 0.75 ± 0.49 0.47 ± 0.17 1.36 ± 1.81 0.32 ± 0.20 0.25 ± 0.33
Bacteroidetes Bacteroidia Bacteroidales Bacteroidaceae Bacteroides <0.01 0.33 ± 0.30 0.04 ± 0.02 23.40 ± 4.15 8.25 ± 6.66 7.92 ± 1.62 0.17 ± 0.16 0.59 ± 0.63
Proteobacteria Alphaproteobacteria Caulobacterales Caulobacteraceae Unclassfied <0.01 0.02 ± 0.01 0.01 ± 0.03
Firmicutes Bacilli Lactobacillales Streptococcaceae Lactococcus <0.01 0.03 ± 0.05 0.00 ± 0.02 0.18 ± 0.10 0.56 ± 0.91
Firmicutes Bacilli Lactobacillales Carnobacteriaceae Granulicatella <0.01 0.01 ± 0.01
Actinobacteria Actinobacteria Actinomycetales Corynebacteriaceae Corynebacterium <0.01 0.02 ± 0.02 1.13 ± 0.67 0.01 ± 0.02
Proteobacteria Gammaproteobacteria Enterobacteriales Enterobacteriaceae Escherichia <0.01 0.14 ± 0.21 0.64 ± 0.67 0.37 ± 1.01 0.21 ± 0.28 3.71 ± 3.44
Firmicutes Bacilli Bacillales Bacillaceae Anaerobacillus <0.01 0.24 ± 0.65
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae gut <0.01 0.09 ± 0.21
Firmicutes Clostridia Clostridiales Dehalobacteriaceae Unclassfied <0.01 0.03 ± 0.03
TM7 TM7-3 I025 Rs-045 Unclassfied <0.01 0.59 ± 1.14
Tenericutes RF3 ML615J-28 Unclassfied Unclassfied <0.01 0.02 ± 0.03
Proteobacteria Gammaproteobacteria Enterobacteriales Enterobacteriaceae Citrobacter <0.01 0.17 ± 0.30 0.12 ± 0.35
Firmicutes Clostridia Clostridiales Lachnospiraceae Butyrivibrio <0.01 0.06 ± 0.04 0.00 ± 0.02 0.08 ± 0.10
Firmicutes Clostridia Clostridiales Veillonellaceae Dialister <0.01 0.87 ± 1.04 0.17 ± 0.18 0.07 ± 0.07
Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Alistipes <0.01 0.01 ± 0.02 0.00 ± 0.02 0.06 ± 0.02
Firmicutes Bacilli Lactobacillales Aerococcaceae Aerococcus <0.01 0.01 ± 0.02
Firmicutes Clostridia Clostridiales Lachnospiraceae Coprococcus <0.01 1.24 ± 0.18 0.73 ± 0.16 3.69 ± 2.76 0.92 ± 0.82 1.02 ± 0.34 0.61 ± 0.40
Firmicutes Clostridia Clostridiales Lachnospiraceae Epulopiscium <0.01 0.03 ± 0.03 0.05 ± 0.06
Tenericutes Mollicutes Anaeroplasmatales Anaeroplasmataceae Anaeroplasma <0.01 0.00 ± 0.01 0.02 ± 0.02 0.03 ± 0.04
Archaea Unclassfied Unclassfied Unclassfied Unclassfied <0.01
Bacteroidetes Bacteroidia Bacteroidales Rikenellaceae Unclassfied <0.01 0.00 ± 0.00 0.26 ± 0.24 0.03 ± 0.04 2.89 ± 0.74 0.01 ± 0.02
Proteobacteria Gammaproteobacteria Aeromonadales Succinivibrionaceae Unclassfied <0.01 0.06 ± 0.02 0.13 ± 0.38
Proteobacteria Alphaproteobacteria RF32 Unclassfied Unclassfied <0.01 0.02 ± 0.03 0.02 ± 0.03
Firmicutes Bacilli Lactobacillales Streptococcaceae Streptococcus <0.01 0.19 ± 0.38 0.10 ± 0.17 1.25 ± 0.70 0.13 ± 0.19 0.00 ± 0.00 4.07 ± 3.87 0.24 ± 0.25
Values are expressed as mean ± SD. Values with different letters are significantly different (P < 0.05).  Zero value of the abundance means it was not detected in all samples.
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Supplementary Table (Continued)

phylum class order family genus
Euryarchaeota Methanobacteria Methanobacteriales Methanobacteriaceae Methanosphaera <0.01 0.07 ± 0.10
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Unclassfied <0.01 0.21 ± 0.07 0.42 ± 0.19 0.80 ± 0.69 0.03 ± 0.06 0.40 ± 0.31 0.08 ± 0.05 1.05 ± 1.03
Proteobacteria Alphaproteobacteria Rhizobiales Phyllobacteriaceae Mesorhizobium <0.01 0.07 ± 0.20
Firmicutes Clostridia Clostridiales Dehalobacteriaceae Dehalobacterium <0.01 0.02 ± 0.02 0.01 ± 0.00 0.20 ± 0.14 0.00 ± 0.00
Bacteroidetes Bacteroidia Bacteroidales [Barnesiellaceae] Unclassfied <0.01 0.19 ± 0.37 0.23 ± 0.50
Proteobacteria Betaproteobacteria Burkholderiales Comamonadaceae Delftia <0.01 0.16 ± 0.42
Proteobacteria Deltaproteobacteria Desulfovibrionales Desulfovibrionaceae Bilophila <0.01 0.11 ± 0.11
Firmicutes Bacilli Lactobacillales Aerococcaceae Abiotrophia <0.01 0.01 ± 0.02
Proteobacteria Epsilonproteobacteria Campylobacterales Helicobacteraceae Flexispira <0.01 0.14 ± 0.20
Firmicutes Bacilli Gemellales Gemellaceae Gemella <0.01 0.02 ± 0.03
Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Unclassfied <0.01 0.03 ± 0.05
Bacteroidetes Unclassfied Unclassfied Unclassfied Unclassfied <0.01 0.01 ± 0.02
Bacteroidetes Bacteroidia Bacteroidales BS11 Unclassfied <0.01 0.12 ± 0.13 1.22 ± 1.77 0.03 ± 0.04
Fusobacteria Fusobacteriia Fusobacteriales Fusobacteriaceae Fusobacterium <0.01 0.01 ± 0.03 0.49 ± 0.69
Actinobacteria Actinobacteria Actinomycetales Dermabacteraceae Brachybacterium <0.01
Firmicutes Bacilli Lactobacillales Aerococcaceae Facklamia <0.01 0.03 ± 0.03
Firmicutes Bacilli Bacillales Paenibacillaceae Paenibacillus <0.01 0.01 ± 0.03
Bacteroidetes Sphingobacteriia Sphingobacteriales Sphingobacteriaceae Sphingobacterium <0.01 0.00 ± 0.00
Firmicutes Bacilli Bacillales Planococcaceae Sporosarcina <0.01 0.00 ± 0.00
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Unclassfied <0.01 0.56 ± 0.09 0.37 ± 0.19 0.73 ± 0.66 0.00 ± 0.00 0.47 ± 0.17 0.56 ± 0.40
Firmicutes Bacilli Lactobacillales Enterococcaceae Enterococcus <0.01 0.00 ± 0.00 0.01 ± 0.03 0.03 ± 0.03
Bacteroidetes Bacteroidia Bacteroidales [Odoribacteraceae] Odoribacter <0.01 0.15 ± 0.19 0.01 ± 0.03 0.02 ± 0.03
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Enterococcus <0.01 0.02 ± 0.02
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae RFN20 <0.01 0.02 ± 0.02 0.02 ± 0.02
Lentisphaerae [Lentisphaeria] Z20 R4-45B Unclassfied <0.01 0.02 ± 0.03 0.00 ± 0.00
Proteobacteria Betaproteobacteria Neisseriales Neisseriaceae Eikenella <0.01 0.03 ± 0.06
Firmicutes Clostridia Clostridiales Ruminococcaceae Cellulosibacter <0.01 0.00 ± 0.02
Firmicutes Clostridia Clostridiales Veillonellaceae Selenomonas <0.01 0.02 ± 0.03
Proteobacteria Alphaproteobacteria Rhizobiales Rhizobiaceae Agrobacterium <0.01 0.01 ± 0.02
Firmicutes Clostridia Clostridiales [Tissierellaceae] Anaerococcus <0.01
Proteobacteria Alphaproteobacteria Rhizobiales Hyphomicrobiaceae Devosia <0.01 0.00 ± 0.00
Firmicutes Erysipelotrichi Erysipelotrichales Erysipelotrichaceae Holdemania <0.01 0.01 ± 0.02
Firmicutes Clostridia Clostridiales [Tissierellaceae] Parvimonas <0.01 0.00 ± 0.00
Firmicutes Clostridia Clostridiales Peptostreptococcaceae Peptostreptococcus <0.01
Synergistetes Synergistia Synergistales Dethiosulfovibrionaceae TG5 <0.01 0.01 ± 0.02
Firmicutes Bacilli Gemellales Gemellaceae Unclassfied <0.01 0.00 ± 0.01
Cyanobacteria 4C0d-2 MLE1-12 Unclassfied Unclassfied <0.01
Proteobacteria Alphaproteobacteria Rhizobiales Bradyrhizobiaceae Bradyrhizobium <0.01 0.00 ± 0.00 0.02 ± 0.05
Firmicutes Bacilli Lactobacillales Enterococcaceae Unclassfied <0.01 0.03 ± 0.04 0.05 ± 0.08 0.02 ± 0.02
Firmicutes Clostridia Clostridiales Ruminococcaceae Sporobacter <0.01 0.00 ± 0.01
Elusimicrobia Endomicrobia Unclassfied Unclassfied Unclassfied <0.01 0.00 ± 0.01
Tenericutes Mollicutes Mollicutes Mollicutes Unclassfied <0.01 0.00 ± 0.00
Actinobacteria Actinobacteria Actinomycetales Actinomycetaceae Unclassfied <0.01
Firmicutes Clostridia Clostridiales EtOH8 Unclassfied <0.01
Proteobacteria TA18 PHOS-HD29 Unclassfied Unclassfied <0.01 0.02 ± 0.04
Firmicutes Clostridia Clostridiales Peptococcaceae Unclassfied <0.01 0.01 ± 0.01
Proteobacteria Gammaproteobacteria Enterobacteriales Enterobacteriaceae Unclassfied <0.01 0.02 ± 0.05
Proteobacteria Betaproteobacteria Tremblayales Unclassfied Unclassfied 0.01 0.02 ± 0.04
Proteobacteria Epsilonproteobacteria Campylobacterales Campylobacteraceae Campylobacter 0.01 0.14 ± 0.38 0.00 ± 0.01
Proteobacteria Alphaproteobacteria Rhizobiales Phyllobacteriaceae Phyllobacterium 0.01 0.03 ± 0.08
Actinobacteria Actinobacteria Actinomycetales Microbacteriaceae Microbacterium 0.01 0.00 ± 0.02
Proteobacteria Alphaproteobacteria Sphingomonadales Sphingomonadaceae Sphingomonas 0.01 0.06 ± 0.16
Actinobacteria Coriobacteriia Coriobacteriales Coriobacteriaceae Slackia 0.02 0.00 ± 0.03 0.00 ± 0.01
Firmicutes Clostridia Clostridiales Ruminococcaceae Papillibacter 0.03
Values are expressed as mean ± SD. Values with different letters are significantly different (P < 0.05).  Zero value of the abundance means it was not detected in all samples.
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